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Abstract In IoT service environment where an extremely large number of sensor devices are connected, the
overhead associated with network control becomes relatively large. Therefore, it is important to reduce the power
consumption not only by improving network control method but by control mechanisms at the terminal system
with an appropriate behavior on the sensing interval and/or intervals of information transmission. In this paper,
we introduce a cell growth model where its behavior is controlled by the behavior of ribosomes. We show ana-
lytical formula of the cell growth model and discuss service behavior when the cell growth model is used for the
control mechanisms of the sensing interval and/or intervals of information transmission.
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